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Dear Friends and Colleagues,

The Mosbacher Kolloquium is the traditional spring 
meeting of the German Society for Biochemistry and 
Molecular Biology (GBM). The meeting is held annu-
ally in Mosbach, which provides a picturesque setting 
for scientific discussions over the latest scientific dis-
coveries and emerging topics. The intimate setting 
encourages exchange between seasoned and junior 
researchers.

At the 75th Mosbacher Kolloquium we will highlight 
recent techniques to characterize and manipulate 
complex microbiomes. For example, the human mi-
crobiome comprises a vast array of microbes, with the 
gut alone harboring more than 1,000 bacterial spe-
cies. The complex interactions between the microbi-
ome, pathogens, and the immune system can impact 
health and disease states. Yet we lack a precise un-
derstanding of the individual or synergistic contribu-
tions of gut bacteria to human health, and we lack the 
ability to modulate the functions of the majority of 
human-associated microbes. These deficiencies also 
apply to other microbial communities in/on plants, 
animals, and entire ecosystems.

The Mosbacher Kolloquium 2024 seeks to address 
these problems by bringing together leaders in the 
next iteration of microbiome sciences. An interdisci-
plinary panel of leading scientists from around the 
world will provide an overview of the state-of-the-art 
research, allowing us to chart future developments 
at the interface of basic science and clinical develop-
ment.

We look forward to an exciting meeting in Mosbach!

Jörg Vogel Ruth Ley Nassos Typas
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ed., M
arch 20

18
:0

0 Introductory lecture („Primer“) 

A short intro to the topic of this year‘s Mosba-
cher Kolloquium (delivered by the organizers)

   
   

   
   

   
   

   
  1

9:
00

 - 
19

:3
0 Rainer Rudolph Awards

The Rainer Rudolph Foundation promotes and 
supports basic and applied research in protein 
biochemistry and biotechnology. Every year 
awards are given to young scientists who have 
made outstanding advances in these fields.

Helena Schulz-Mirbach /Marburg [DE]
Towards synthetic CO2 assimilation: the growth-
coupled improvement of a new-to-nature 
mutase activity

Marius Lange /Zürich [CH]
Modeling dynamical biological processes 
through the lens of single-cell genomics
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20

:0
0 Welcome reception /Get together

The steering committee of the German Society 
for Biochemistry and Molecular Biology (GBM) 
and the city of Mosbach invite you to a wel-
come reception in the town hall of Mosbach (no 
registration required)

We thank the city of Mosbach for the kind hos-
pitality.

Arrival and registration

16
:0

0 
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Thu., M
arch 21

08
:5

0 Opening remarks  
by the scientific organizers
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Session 1 (09:00 - 12:00)
The microbiome in human health and disease 
(Chair: Jörg Vogel)

09
:0

0 Tami Lieberman /Cambridge [USA]
Local adaptation in human microbiomes

09
:4

5 Maria Vehreschild /Frankfurt am Main [DE]
Where do we stand? – Current status of cli-
nically relevant interventions in microbiome 
research

Coffee break (10:15 - 10:45)
09

:3
0 Early career investigator talk 1

Robert Bücking /Berlin [DE]
Maturation of the infant microbiome in time 
and space

11
:1

5 Early career investigator talk 2
Kelsey Huus /Tübingen [DE]
Vaccine-induced fevers are associated with fla-
gellar activity of the gut microbiome

11
:3

0 Dirk Haller /München [DE]
Understanding the functional relevance of mi-
crobiome signatures

Lunch break (12:00 - 13:00)

10
:4

5 Francesca Odoardi /Göttingen [DE]
Role of the lung microbiota in CNS autoimmu-
nity
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Thu., M
arch 21

12
:0

0 Meet the industrial scientist with  
Thomas Wiesemann 

(more information >> page 25)
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:1

5 Panel discussion „Science & Sustainability“ 
more information >> page 27)

Session 2 (14:30 - 16:45)
Biochemical reactions in the human microbio-
me (Chair: Clara Correia-Melo)

15
:0

0 Hannes Link /Tübingen [DE]
Mapping and understanding bacterial metabo-
lism with multi-omics approaches: from E. coli 
to microbiomes

16
:0

0 Michael Zimmermann /Heidelberg [DE]
Systematic investigation of metabolic microbio-
ta-host interactions (preliminary)

Coffee break (15:30 - 16:00)

16
:3

0 Early career investigator talk 3
Elena Fajardo-Ruiz /München [DE]
The role of lactate and Desulfovibrio in inflamm-
atory bowel diseases

12
:0

0 Meet the Prof with Johannes Buchner
(more information >> page 25)

13
:0

0 Workshop „BioPharma Cluster South Germany 
– Job opportunities and advantages for careers 
within a cooperative ecosystem

(more information >> page 29)

13
:0

0 Poster session I (even numbers)
(more information >> page 33)

14
:3

0 Laurie Comstock /Chicago [USA]
Mechanisms of bacterial interactions in the gut 
microbiota
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Thu., M
arch 21

20
:3

0 Lynen reception & poster session II
     (even & odd numbers, more on >> page 33)

22
:0

0 Get Together & Networking

17
:1

5 GBM General Meeting (17:15 - 19:30)
(for GBM members only)

19
:3

0 Feodor Lynen Lecture 
(Laudatio: Jörg Vogel)

Julia Vorholt /Zürich [CH]
   Reverse engineering of plant  
   microbiomes

   The German Society for Bioche- 
   mistry and Molecular Biology  
   honors Julia Vorholt with  
   the distinguished Feodor Lynen  
   medal. 
 

   After the prize lecture the GBM  
   invites all participants to join the  
   Lynen reception.

The Lynen Lecture is sponsored by

16
:4

5 Bayer Pharmaceuticals PhD Award
(Laudatio: Volker Haucke)

Michelle Rönspies /Karlsruhe [DE] 
Redirecting meiotic recombination in plants by 
CRISPR/Cas-mediated chromosome engineering

17
:0

0 GBM PhD Award 
(Laudatio: Volker Haucke)

Luca Schulz /Marburg [DE]  
Evolution of essential complexity in Rubisco
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Fri., M
arch 22   
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Coffee break (10:15 - 10:45)
09

:4
5 Ami Bhatt /Stanford [USA]

From Precise Microbiome Genomics to Precision 
Medicine

09
:3

0 Early career investigator talk 4
Daniel Erny /Freiburg [DE]
How gut bacteria modulate brain-resident im-
mune cells

Lunch break (12:00 - 13:00)

Session 3 (09:00 - 12:00)
Microbial networks & diversity of functions 
(Chair: Ruth Ley)

09
:0

0 Ute Hentschel /Kiel [DE]
Marine sponge symbioses: From microbial 
diversity and function to experimental manipu-
lation

11
:1

5 Early career investigator talk 5
Maya Kissner /Berlin [DE]
Commensal 3D Skin – An In Situ Model to Ex-
plore Microbiome-Mediated Skin Toxicity

10
:4

5 Peer Bork /Heidelberg [DE]
Microbiome analysis for human and planetary 
health

11
:3

0 Harris Wang /New York [USA]
Spatial metagenomics and culturomics of the 
gut microbiome
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Session 4 (14:30 - 16:30) 
The microbiome’s impact on host-pathogen 
interactions
(Chair: Thomas Clavel)

15
:0

0 Fiona Powrie /Oxford [UK]
Host microbe interactions in the intestine in 
health and disease

Coffee break (15:30 - 16:00)

Fri., M
arch 22   

14
:3

0 Bärbel Stecher /München [DE]
Unraveling the interplay of ecology & evolution 
in colonization resistance

16
.0

0 Till Strowig /Braunschweig [DE]
Competition in the gut: From ecology to novel 
therapeutics

16
:3

0 Otto Meyerhof Prize 
(Laudatio: Volker Haucke)

Katharina Höfer /Marburg [DE]
RNAylation of proteins: Discovery of a molecular 
glue to link RNA and proteins

12
:0

0 Meet the prof with Julia Vorholt
(more information >> page 25)

12
:0

0 Workshop by Elsevier/BBA: How to write a 
good article and where to submit it

(more information >> page 31)

13
:0

0 Poster session III (odd numbers)
(more information >> page 33)
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:0

0 Otto Warburg Lecture & Medal
(Laudatio: Volker Haucke)

Johannes Buchner /München [DE]
Molecular Chaperones – cellular machines of 
protein folding

This year the GBM, Elsevier and Biochimica
et Biophysica Acta (BBA) will honor Johannes 
Buchner from the Technical University of Munich 
in recognition of his fundamental contribu-
tions to the structure formation of proteins and 
the role of chaperones with the Otto Warburg 
Medal.

The highest award in Germany for biochemists
and molecular biologists promotes outstanding
scientific excellence and encourages ground-
breaking achievements in the field of funda-
mental biochemical and molecular biological
research.
Since 1963 the Otto Warburg Medal is intended
to commemorate the outstanding achievements
of Otto Heinrich Warburg. Elsevier and
its flagship title Biochimica et Biophysica Acta
(BBA) are exclusive sponsors of the Medal. To
emphasize the importance of excellent scientific
research and motivate young researchers to
achieve outstanding 
results, the prize is 
endowed with  
25.000 Euro.

sponsored by
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09
:4

5 KC Huang /Stanford [USA]
Eco-evolutionary dynamics of gut bacteria 
within and across hosts (preliminary)

09
:3

0 Early career investigator talk 6
Valentina Cosi /Braunschweig [DE]
Investigating peptide nucleic acids (PNAs) as 
antimicrobial agents against Fusobacterium 
nucleatum

Session 5 (09:00 - 12:00)
Modulating microbiome’s composition & 
functions  
(Chair: Nassos Typas)

11
:1

5 Early career investigator talk 7
Michael Knopp /Heidelberg [DE]
Microbiome context-dependence in the evoluti-
on of antibiotic resistant Klebsiella pneumoniae

10
:4

5 Karina Xavier /Oeiras [PO]
Keystone gut microbiota promoting pathobiont 
clearance by nutrition competition and microbi-
ota recovering

Coffee break (10:15 - 10:45)

09
:0

0 Lisa Maier /Tübingen [DE]
Drug-microbiome interactions and their conse-
quences on the host

11
:3

0 Andrew Goodman /West Haven [USA]
Microbial transformation of dietary xenobiotics 
shapes gut microbiome composition

An
dr

ew
 G

oo
dm

an



2322

12
:3

0 Kiran R. Patil /Cambridge [UK]
Modulating microbiome metabolism through 
small molecules

Junior GBM Session 
(Chairs: Nicola Bopp & Marcel Zimmeck)

12
:0

0 Ilana Brito /Ithaka [USA]
Direct host-microbiome protein-protein interac-
tions: new roles for familiar proteins

13
:0

0 Poster prizes & closing remarks

Program
   

Sat., M
arch 23   
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Lunch Sessions

Meet the Prof
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Meet the industrial scientist
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This year‘s guests of the Junior GBM are Julia Vorholt 
and Johannes Buchner. 
The scientists will give insights into their lives as 
researchers and their personal careers. 
In addition, you can ask questions in an informal 
atmosphere that may help you with your personal 
orientation in research and career or that simply 
interest you.

Thursday, March 21, 12:00 - 13:00  
(Room: Schalander)
(Chair: Kerstin Schmiederer) 
Johannes Buchner (Technical University Munich)

Friday, March 22, 12:00 - 13:00 (Room: Darre) 
(Chair: Benedikt Moissl) 
Julia Vorholt (ETH Zürich)

The number of participants is limited. A registration 
is required.

The Junior GBM succeeded in winning Thomas 
Wiesemann from Biomol for the „Meet the industrial 
scientist“.
Similar to the „Meet the Prof“ format, the scientist 
will talk about his work and career and answer your 
questions.

Friday, March 22, 12:00 - 13:00 (Room: Tenne) 
(Chair: Lydia Bosse)  
Thomas Wiesemann (Biomol, Hamburg)

The number of participants is limited. A registration 
is required.
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Lunch Sessions

Penal Discussion:  
Science & Sustainability
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The GBM working group “Young Investigators” (AK 
YI) kindly invites all interested participants of the 
Mosbacher Kolloquium to a panel discussion about 
“Science & Sustainability”.

Do you think that we have a responsibility to reduce 
our carbon footprint?
Do you wonder how green initiatives can be suppor-
ted, both in academia as well as in industry?
Do you ask yourself whether you should reduce your 
travel for conferences?

Discuss with experts from both academia and indust-
ry how we can make research more sustainable!

Thursday, March 21, 12:15 - 13:30 (Lecture hall) 
(Chairs: Jürgen Lassak & Karla Feijs-Žaja)  

Guests: 
Volker Haucke (FMP, Berlin)
Patrick Frick (Pan-Biotech, Aidenbach)
Jan Bebermeier (Eppendorf, Hamburg)
Caterina Baars (NachLabs Team, Hamburg)
Sven Kannenberg (NachLabs Team, Hamburg)
Christina Wüst (Junior GBM, AG Nachhaltigkeit)
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Lunch Sessions

Job opportunities and advantages 
for careers within a cooperative 

ecosystem
(BioPharma Cluster South Germany)

This lunch session will provide an overview of the 
vast variety of career opportunities within the Bio-
pharma Cluster South Germany, ranging from basic 
and applied education and research to material- 
drug- and process development as well as clinical – 
and commercial supply.

It is aimed at university graduates and postgradua-
tes at all levels of education with a particular focus 
on the added value that goes beyond the individual 
institutional level and results from the cooperative 
ecosystem within the cluster.

Thursday, March 21, 13:00 - 14:00 (Room: Tenne) 

Speaker: 
Uwe Buecheler 
(Chairman of Biopharma Cluster South Germany)

The BioPharma Cluster South Germany is the leading 
European hub for the research-based development 
and manufacturing of biopharmaceuticals. We create 
an attractive, cross-functional, and innovation-driven 
environment that strengthens healthcare as a whole 
and benefits patients worldwide.
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Workshop by Elsevier/BBA:  
How to write a good article and 

where to submit it 
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This session is aimed at Master and PhD Students as 
well as Post-Docs in Life Sciences.

Professor Otzen will provide some guidelines on how 
you best construct a compelling scientific narrative 
and how to identify appropriate journals to which to 
submit the manuscript. He will also discuss ethical 
concerns such as plagiarism and other inappropriate 
scientific behavior as well as how to merit, share and 
distribute authorships.

Friday, March 22, 12:00 - 13:30 (Room: Malzboden) 
Registration is required

Speaker: 
Daniel Erik Otzen 
(Professor at the Interdisciplinary Nanoscience Cen-
tre at Aarhus University, Denmark and Editor-in-Chief 
of the  Biochimica et Biophysica Acta (BBA) journals, 
He has authored over 300 peer-reviewed articles and 
heads the entire BBA portfolio of journals.)

About the BBA journals: BBA is a set of international 
journals, encompassing biochemistry, biophysics, 
molecular biology, cell biology, genomics, bioinfor-
matics, metabolomics, proteomics, systems biology, 
and clinical studies. BBA was established in 1947, 
making it the one of the oldest life science journals 
and the first scientific journal published by Elsevier. 
The BBA family currently encompasses ten members 
with different subtopics (the latest added in 2020) 
and is published by Elsevier with a total of 100 annu-
al issues.

Lunch Sessions
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Poster Sessions

Session Times

Poster Specifications
The posters should be presented in portrait format
(DIN A0 resp. ~120 x 85 cm).

Poster Abstracts
All poster abstracts are available as pdf-file for down-
load on the meeting homepage. 

A printed abstract booklet is available for viewing 
purposes at the registration desk.

Poster Numbers
Please see the poster list on page 38 for poster num-
bers. 

Poster Prizes
The best three posters will be awarded (with certifi-
cate and 300 € each). Three further poster prizes will 
be awarded by the Junior GBM. The winners will each 
receive a book voucher of 150 Euro from ChemBio-
Chem/Wiley-VCH.

The winners will be announced at the end of the
meeting on Saturday. To receive the price, personal 
attendance is required.

Thursday, 13:00 - 14:30 (even numbers)

Thursday, 20:30 - 22:00 (all numbers)

Friday,    13:00 - 14:30 (odd numbers)

During the poster sessions the presen-
ting authors are requested to stay near 
their posters. Posters should be presen-
ted throughout the whole meeting.
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GBM
 intern

for GBM
 stakeholders

M
ar

ch
 2

0 14:00 - 16:30                          (Room: Schalander)

Sitzung: Arbeitskreis Studium 
Molekulare Biowissenschaften

M
ar

ch
 2

0 17:00 - 19:00                         (Room: Malzboden)

Sitzung: Sprecher der GBM-Studiengruppen und 
Arbeitskreise

M
ar

ch
 2

1 12:30 - 14:00                         (Room: Malzboden)

Sitzung: GBM-Kontaktpersonen

M
ar

ch
 2

2 13:30 - 14:30                                 (Room: Tenne)

Sitzung: Junior GBM Leaders

M
ar

ch
 2

1 17:15 - 19:30                                    (Lecture hall)

GBM-Mitgliederversammlung

M
ar

ch
 2

2 12:00 - 14:30                         (Room: Schalander)

Sitzung: Arbeitskreis „Biochemie in der Medizin“

M
ar

ch
 2

2 19:00 - 21:00                                    (Lecture hall)

Vollversammlung: Junior GBM

M
ar

ch
 2

1 15:15 - 16:30                         (Room: Schalander)

Meeting of Senior Experts in the GBM - discus-
sion on future perspectives and activities

M
ar

ch
 2

2 13:45 - 15:00                                  (Room: Darre)

Sitzung: Arbeitskreis „Geschichte der  
Biochemie“

M
ar

ch
 2

2 13:30 - 14:30                         (Room: Malzboden)

Meeting Postdocs@GBM
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General Inform
ation

There will be a wireless LAN access point in the con-
ference centre.

SSID:  GBM 
Key:  gbm-online

Internet

Coffee, tea and mineral water will be provided for 
free during the coffee breaks.
Lunch and Dinner is available at your own expense in 
the conference center or in one of the restaurants in 
the city of Mosbach. 

Lunch & Coffee Breaks

Your name badge and the program booklet are 
available at the registration desk. 

We kindly ask to wear your name badge as an entry 
ticket during the whole meeting.

Please note

Opening hours are

Wednesday:  16.00  -  19:45 
Thursday: 08:00  -  17:00 
Friday:   08:30  -  16:00 
Saturday:  08:30  -  11:00

Phone:  +49 6261 9292 78

Conference Office

The Kolloquium takes place in the „Alte Mälzerei“ in 
Mosbach/Baden (Germany)

Alte Mälzerei 
Alte Bergsteige 7 
74821 Mosbach/Baden

Venue



i

iii

ii Hotel „Zum Amtsstüble“

i  Congress Centre „Alte Mälzerei“

ii  Hotel „Zum Amtsstüble“

iii  City Hall
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Exhibition & Sponsors

Elsevier/BBA (Booth 1a) 
NIPPON Genetics (Booth 1b) 

New England Biolabs (Booth 2) 
Proteintech /Chromotek (Booth 3) 

Biomol (Booth 4)
BIOTREND (Booth 5)

Nikon (Booth 6)
Zymo Research (Booth 7) 
BMG LABTECH (Booth 8) 

siTOOLs Biotech (Booth 9)

Please visit the booths 
of our supporters

We thank for the 
kind support by: 

Main Sponsor
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List of Posters

O 03
Aichane, Khadija
Increasing the cell surface expression of the 
adenovirus protein E3/49K to optimize its 
immunomodulatory function for potential 
therapeutic applications

O 24
Al-Anati, Bayan
Just a side product? Tracking of 6S RNA activi-
ty in biofilms and microbiomes using product 
RNAs

I 01
Amend, Lena
PUL-dependent cross-feeding mechanisms 
between the gut commensal Bacteroides 
thetaiotaomicron and the enteric pathogen 
Salmonella Typhimurium

M 06
Anandakumar, Harithaa
Unraveling the role of microbiome-immune 
dysregulation in early onset chronic kidney 
disease 

M 17
Arlt, Miriam
Elucidating the influence of the human micro-
biome on the metabolism of pesticides: a case 
study on tebuconazole

R 03
Aveta, Erica Flora
Maillard reaction products in the gut: unravel-
ling the metabolism of Nε-carboxymethyllysine 
(CML) in Escherichia coli  

O 14
Aydin, Yasmin
PHL7 - Breaking the Plastic Wave from Within 
the Compost Metagenome

M 09
Bell, Michael
Common silent and agonistic flagellins display tem-
porally distinct binding profiles in interactions with 
Toll-Like Receptor 5

O 06
Bornet, Elise
Single-cell analyses to dissect morphological hetero-
geneity in the gut commensal Bacteroides thetaiotao-
micron

M 22
Bücking, Robert
Maturation of the infant microbiome in time and 
space

N 04
Camus, Laura
The ability of Staphylococcus aureus to proliferate 
within the nasal ecosystem is strain- and community-
specific

M 21
Cheaib, Bachar
The dynamics of the upper respiratory microbiome 
and its relationship with lung function in children with 
cystic fibrosis

R 04
Davis, Tara
The Role of the Gut Microbiota in Determining Pyrroli-
zidine Alkaloid Toxicity

I 05
de la Cuesta Zuluaga, Juan Jacobo
Drug-induced alterations in community composition 
drive the loss of colonization resistance against Sal-
monella Typhimurium

sorted by presenting author
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List of Posters

M 18
Donertas, Handan Melike
A novel information theory framework to study 
microbial co-abundance networks in ageing

M 08
Ebbert, Ronald
Effect of Probiotic Supplementation on the 
Intestinal Microbiome of Preterm Infants

R 02
El Mouali, Youssef
An essential small RNA for gut colonization of 
the prevalent human commensal Segatella copri

M 01
Elmekki, Nazik M.
Genetic Fitness of Gut Bacteroidales during 
Host Colitis

N 08
Enav, Hagay
Differentiating evolution via point mutation 
or structural change on a per-species basis in 
complex microbiomes

I 08
Erny, Daniel
How gut bacteria modulate brain-resident im-
mune cells

M 24
Fitzstevens, Liam
Bifidobacteria compensate for genotype in 
lactose tolerance

I 07
Fuchs, Vidmante
Mouse strain-dependent effect of host micro-
biota on microglia during homeostasis and 
disease

O 15
Gaspers, Philipp
Development of an Engineered Living Materials Sys-
tem in a Microfluidic Bioelectrochemical Reactor 

O 21
Gelsinger, Diego
Precision editing of non-model bacteria in native 
microbiomes using mobile CRISPR-associated trans-
posases

O 16
Gerovac, Milan
Translation at the Phage Nucleus in ΦKZ

M 19
Gesper, Maren
Gut-derived metabolite phenylacetylglutamine indu-
ces cardiac remodeling in chronic kidney disease

M 14
Giri, Samir
Impact of non-antibiotic treatment on antimicrobial 
resistance of human gut bacteria

O 20
Gnanapragassam, Vinayaga Srinivasan
Recognition of an intestinal helminth by the C-type 
lectin receptor Mincle

O 25
Heaver, Stacey
A parallel pathway for inositol sphingolipid synthesis 
in gut Bacteroidota

O 18
Hege, Cordula
NFDI4Microbiota supporting microbiome research 
providing data access, services, training and workflows

sorted by presenting author
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List of Posters

N 01
Heilbronner, Simon
Nasal commensals reduce Staphylococcus 
aureus proliferation by restricting siderophore 
availability

M 07
Henseler, Zachariah
Quantifying the bidirectional interactions 
between anti-cancer drugs and the human gut 
microbiome

N 02
Heyer, Robert
Supporting microbiome research by latest me-
taproteomics software development

M 20
Hitch, Thomas
High-throughput anaerobic cultivation facili-
tates host-specific culture collections and the 
creation of synthetic communities for targeted 
functional study of microbiomes

O 08
Itani, Ahmad
Spatiotemperal Probing of Microbial Commu-
nities from Winogradsky Columns as a Model 
Ecosystem
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